Applied
Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

Applied Biosystems 3730/3730xl
DNA Analyzer

[1]

15y B st FH

REFN ARG A

%1 00 3k 40 1T



Applied
Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

J83)3730/3730x|I DNA Analyzerififs

Step 1: B3HEMARS

1A, FTTF s HL

1B. FTJTrUm LR, H 2 IS sk St
1C. A Windowst{E R Gt Hl ) 44 K B 14
Step 2: BINMUEE

2A. TN R G T2 R 3l

2B. A #s

o AT

o AR E KA

« FEAAR TG

- Buffer, Water, Wastef#i (%%

2C. JTIF {4 Lk

Step3: LREETE

BA. BN MR, SRR, HGERE MRE Bk BIAE

3B. ik Btk Buffer, Water, Waste#l i1 i AT %1 55 2k (£580mD)
I B

3C. #itAFHIKBufferAh iR IIAMIR T 224 (Z967mD) JF 22 5IAr
3D. MINBHE C2ReBIhr, 2 e AL C ek

3E. #fiiADye SetHH N AR IE O 5¢ %

3F. HAAE S O IERRCE TR AR A

3G. 7EPlate Manager N g b, A LAf

%2 70 3k 40 1T



Applied
Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

A 55 9 i

BAT A EAL B 14

BATHEERZIE 5 16 I

G I PP AL 55 24 1T

Gl BUI TR AOAR. 2R 31 1T

EWlztr 2535 1T

A 4

iR W, SHEMKT M




N Applied

v\ Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /& %74 /5 F#

—. DNA JUFEH B i vifs

1.

o am il %

FF i i) £ BIZ AEDNA B BE B AR 24 16 7 ksl
FHF.  bric LRICFEEH AT LA DNA K Bt
TR N T, — M — DNAZ T Hrid—A
RN T 2 TSR 0T T DNAFE &
IR e AN IR IR ol 4 5 V3 AN [R) 1R 9%
FAAA AL, B4 nT 7296 FLE384LAR
AT

KHRE

RN GO BT Al F (AR vk FIKIG BN KJE . HIkIRIFEEE, 8R4 (Data
Collection) A4 HR IEFE 1E A A8 A TR AT 23 B AR

FFUGIZAT

FRVE N D HEAE AR B RS S E IR TFURIEAT, AU A MR 16 s S U, L AH S ) K R
AR SRR L R RE

FH, K

FH e AR () T 10 A AR o 1

INEELF UK RO B A ORERER  memmtey —— e

(D SRJAAE B P L

FEFHLR, B A A/ MUDNA am — ¢ 2
B IF IS M SR EARES S, AN PR -
S ) 1B BN, o

TR HAR . UK Z R

AR A DNA FBCLAR SR, JF HA% R BUR K (- s A i e 0, B4,
Fr B RIRA I A 1

B AR

PRI PG ER IIDNA T B Sh 2R N A LN, 9032 BIHOCR K ™~ A 2O 5
W& GA 5 e CCORLI s BT A I - i e A by A 5 A% 3 2 TS

wE LASER
LqE f‘“ -
|
EHEENED ceotiiigg
' il B
111
. T 11 11
TENE k : ] J
ﬂﬁg \t 1 1B |
) e} / SPECTRAGRAPH



N2 Applied
v Biosystems Applied Biosystems 3730/3730x| DNA Analyzer /& 9] 1¢ ] F 4

6. HIEREMATE

CCDRLI TR 2 (1 ZOEAE S H WD HUE 5, JHEEALIEST %%5% T Data Collection (fajfx
DC) AV AN L. TARS RS S )5, PSR B L AT A B, IR
REEHE AP I AE T L Bl e B

|
|
|
| CPU
|
3730/3730x/ Instrument |
|

Keyboard

Mouse and

Mouse Pad

7. BIEERBCN T

ARt B 3N B 22 P R UK L8 it JFARGE AN IS AT, S8 O FF i DNAFK ik
SR s BRI T, SR IG5 M 56 B R 45 R LARE it SCPE IR U ORAF TSI
ffi £t

sOufES [ »| WMES [ ¥ DCEMEdEAE T > | auRE




pplied
B|°5y5tem5 Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

gk

I BT I (RO il SCPE T AR 8000 T A F BOR BEM TR RAT T X 46 2R, AT b 22, X284
P v LSO AN A 20 2 B3 AT S8 0. A KAE 5 B X RN 1), YAl R A 520
SREE, BB A 5 SR T RE S 2 I A T AN RIS 38 O TR 428, 4
AR —FhBRIE) B A RENIEAEE — N DNA T B

e ) | n i

= AN S A ]

& I.L_',_f/_\_}bj YY J&_\_l_'f {\ Uk Rl J l_f\fi)wb'\k ] JJ’_\J&}A LH}
WA il 1) & L 1]

W1 | RS | I | N— |

Ji B Mt g AL

|
Wk E Al



“a& Applied
M Blosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 24/ F4

AR B A S 4
1. UESETALE

Polymer Delivery Pump (PDP)
RERHE ARG

i A P D
Capillary Array
BAE RS

AR

JRE
i | %
B i y
\ /s /
\— : /
| /
\\ 1 | //
: I e
{ ~ | | i
N I I ™ S .
S i i [ ] PRI
\\ ) |
N E . : [ /
\\\ | "
(S IE AN
nv .
BT T : - el Waste
— PR
RSFRRAT fRoAT
SENIPIPS HERE SR QErhRE KA

5 Buffer  Water

57 5 3L 40 1T



Applied
Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

2. R EILE

ASCHR RS AR XU B

OB B

HRdn —

&
® ® ® ®-
D& R b

/N B R R B 2 |

3. EEAMFTHRE
HLJROT O FTOT O P A3 FL U5
WU ITOG: $TIF B PSS A BB A LT
BEREAS LA AT HERE SR U G2 o B R 2 B A i B (BT ROD
FEARAR: TBCEAERr EREIIRE &
FHAR D2 obs . R IXZE Ml (Z967mbD ,  FEUKIAE S BH AR A 5
CRPMBRE: AIXZEH (Z980mD) LK IR A B AR A5
IKHBIPNE : B8 7K, WUEBAE R sUBCE IR IR
RIHE: RANBIHIEANBAE
M ERATRHAG, B Z AE BE A
PR DRIEHIKIN, BB LT — . RUE IR+
Hud: A EiEEthernetM 2k, A — &5 ML, 3B TR N TH




Applied
Biggystems

Applied Biosystems 3730/3730xI DNA Analyzer /5 #7112 /5 F#F

=. LIGEAIE
1. U3 ML

A Tl —— SEFFEE, BT, BRI
. (W) JFRUPSHIE, HifRUPSIT b ftbiRas, FuEsssh:
* ATIF SR B AL TG, 8 EIWindows XP Ll
« R EER LR O A TR T T G
 ATIFAER BTG, (AT — RAIOMIUA LT, SR OCREIT 58, R8I 58

BB RATTRRER R T ISEA T AR ITERTS, BRESETE:

s AR TTEATIT

* SRR 2

« BINE R LR

- AXESIEAEIZAT B B
RS IREIPIRINS

RS AT BRI
- AT fl;f'r:F < AT
XA IEAEIEAT BB G | 7T
FEFe, HAUR TR AT
« AU LI IE AT :i;_-:ili
24T INER
I E AN P RES TR 3!31:”E « 5k CREAWindows F i
ST RPN SR
BT  WIMARTT 2R M)
RN TG VA WIS
o DR LI A4 R S, A DU 5] i e i 44
* ORI BT K B O
o B DR A A OE B IP Mk R
192.168.0.1
* T OR R ] T3 AR ] 7 44 3730User, i
h3730User, Jf HE AKALIN
« (AR IEAE P Eifirmvare | wule - * AR T 2B 1T 25
AR IEEIRATIZWRE Y | 77T * TN B AN A D2 ph B O 2 e
< XIS T AT IT AT IR

* XSS WL I 21 b

B

AR

o KA, 3085 HoH 8
» T JFData Collection#®Z 4, &

A GA Instruments > 5. ga3730 >

(Hinstrument name > Instrument Status >
Event Log%¢% H & (15 &
* BERABEIA S KF

Pz




Applied
Big?ystems

Applied Biosystems 3730/3730x| DNA Analyzer /& 21 /& F#

- i 5iiData Collectiondk Bt 77 =,

Eﬁ@> All Programs >Applied Biosystems >Unified Data Collection

>Run Unified Data Collection v3.0, iz{T#
- “51fService Console?d [ H TR /R AT AL gk o f5, DCERET I

[scrvice Cosoie______ STE

[l service Console

=101x]

Messaging Sevice

Data Savice

Instrument Bevice

Wiewer

CILILG

Messaging Serice

Data Service

Instrument Setvice

Viewsr

>

[Weervice Console N MI=TET

Messaging Service

Data Service

Instrument Bervice

Viewar

Gtart Al Restart Al

Slartal || RestanAll || sto

All |

Gtart Al Restart All | Stop All |

DNA Aralyzer
Data Callection
Software v3.0

B e )

[ ———T

*Z W2 W /7 5/3730/3730xI DNA Analyzer Ji 7

2010 T4k 40 T



» Applied

) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 277 /81 F 4

ZEEMNE
« 4T JF Data Collection # 1, 1% £ 7& & GA

-
Instruments > l...lga3730 > (instrument name

o fESEFAFRE BLE B Wizards> Install Array Wizard

< WA I IR, SERCEA A I ke

« IB174% R E 7. (Spatial Calibration) , 2 FE&4 %
(A

ﬂf% t’ ”4
1 M AREER T Y
2. NERHEENE

3. PR N R AN ) B i A T AL R 4n £ e R
£, 20 R i JRCLE 28 i v R S 3B /N, A
1XBufferiZifd, LY 5 LR H B 40 pAL I 7 1

Wizards Help

Install array veizard

Chanage Palymer ‘Wizard
Bubble Remove Wizard
Whater Wash Wizard
Instrurnent Shukdown Wizard



Applied
Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

F#HPOPER (3730 R FFPOP7IK)
JTJFData Collection®k {1, ¥ F4r & GA Instruments

> E |ga3730 > [Winstrument name B

. E%ﬁ*:ilii%\ﬁlzérdp CEange Polymer Wizard /fv—m«

o W SR, SERPOPT R BE 4 - d .
HE: Wizards Help

1. H’)‘TEZE)OC E@{Eﬂq %Tfﬁj’\j??i, 'TE)EH i‘i/ﬁﬂ E@&iﬁﬁﬁg Install Array Wizard
SAESEG R T P, Change Polyrmer \Wizard
2. BAENACUKARIH 2 o e 25 I B & i, el Bubble Remove Wizard
BCELANE, BT e s A=t A Water Wash Wizard

3. R REETR A POP R 17 4 & Instrument Shutdown Wizard
961 B 4l i A AL W AE £ 250l
ABIE BN R I FELy 1100l £z

ol

4. FHPOPIIN AT THEHTMFE

¥ Z B LB TFK >
L ##iBuffer/Dl Waterli 2 BHEHEMTE goab
2. 4% 1XBuffer )
« }420ml 10XBufferip A\ &4 =
- ¥h75180ml BT, % M AF200mI ©

- FEOMIRAD, 5 t 1=

3. KA, BN EIRS I RAT R sombtetel) | 2] [rrsomLDiwater
4. S Tray CHERESS 5D , 3 i Bufferfd, L /Qi‘ 20 10% Punning
AT

5. ik FBufferflifitpi:sk, PRITFBuffer/Water /WastettiZH 44, 14 [ o v 15\ R VT
6. ¥ 22 2 1 /K5 v Buffer/Water/Waste £

7. E#Buffer & L E 17K (Z180ml/kE)
8. #1}:Buffer/Water/Wastefi 41 {1, -4 R 4
9. U PHBRAR, s st v 13 N SR i i

10. 8 H 2% B T S5 B AR a }

10. S P B AR 1XBuffer (£167ml) N

11, 2R R e BIAR Z o BAR
Waste

%12 73t 40

=



i o
=) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 277 /81 F 4

P2 i E %

Retainer

VRN Y
Septum
TR oG
Reservoir cap
T
Reservoir ————— S

Heated plate base

] 0P
Plate base
; A Power cable ;
8 (It 3 . 8
Water/Waste ’ LS Buffer Reservoir :
Reservoir Assemblies Assembly
Water/Waste f#iZH 1 Buffer ¢ {F
Buffer/Water/Waste#ti 2 {4-4H 2 7~ &
HE:
1. ZH B o A I, Y T L ORI Al 2 2

3. 1XBufferfe2~8° C Al frfF 1N H, =il A1 2
4. FW245 A8/ NN B AR IR SE I HT, S HRBuffer A& 2 B 1K, DARAIE B 1) S R A

013 T4k 40 T



Applied

Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F
2= [A] 8L (Spatial Calibration)
2 2 B4 E 2 A EAL?

3730/3730x| Analyzer Data Collectionf {4, i B4 23 ) A ALY, WO RRHE B4 1)
HHME'S, {ECCD LERIEE, fEEIG Eafie SER B0 1) BARAL B KBRS S A &

eI R 7 B 2 2
s e [T

- B BRSNS T AR L
- AR

A B A0 4 1R] SE AL ?
- ¥I HrData Collectionfk ff, ¥t “—

||’
|

A GA Instruments > 5. ga3730 >

- & GA Instruments
[ Results Group

D instrument name > ESpatial Run :
~-g= Database Manager

Scheduler 5B lga3730
- [E Plate Manager
LWy Protocol Manager
b ———] q&Module Manager
- EHRun History

= (P1-3730

- [ Spatial Run Schedule] ]

----- B Capillary Viewsr

Lo [ ey Wiowor

-l spectra Viewer

t-4Mahtanual Control
L genvice Log

Mfl ads

. ik SpatialFill_1

N L e T

— RIS (FilD , AFE3~450%,
- ARERKER (NoFil) , 2244

¥ 14 T I 40

=



Applied

Applied Biosystems 3730/3730xI DNA Analyzer /5 #7112 /5 F#F

Biosystems

¥)— (96IEBYNE — % 45846, 48

« NLAETHERLEER, BIERIE S REAZEAR, HFE

=)

(Ehe7

BHA

10, #IANFTEEA

B N9~

Accent | Reject |

ST I B b B A R A s R,
tiAccept/a DCH A S /n ok ik i

« I RitiAccept, RIM siitiReject
DE =23

%15 nr 3 40 0T



N2 Applied
v\ Biosystems Applied Biosystems 3730/3730x| DNA Analyzer /& 9] 1¢ ] F 4

D

3.

A

R AR T B AT

« R L LT EAL Wizards  Help

« B MERGHH IR, i HBubble Remove ] 5% Install &rray Wizard

B S G B kAT 25 (0] 2 AL i Change Polymer Wizard

C ARG FHT R BANE AN E 1, HEAT A E A it REmavE il

- B WP BN, ARG, ORI TRE ;’“:mwt';:’tdi e
MUEBMERNE D, WT

i
45N
I!
L ki
!
b |
T

o A5 T R R B A0 e e ], AT s ] e Ay
« HICRL RRABEIARSHF

JiEREIE (Spectral Calibration)

ft2 R GIERLIE?
DNAS AR S e FE bl , A2 R GF A Jekldl (Dye Set) « MW FEIRTLUE 2,
DU (L) a8l R A UMDY (5L Fhoe s e b REHE KA S 5.
B TR — PG I RS CIEA R BELO NS, e — P — e 58 B A ek A o B LA—Fh
Al B AE S H OOl I KA RER AR BIE TNLAL, fEIA S 5 Sob il o &K
ATRRERT I NG S = A G S HE . N TIRAEHE 5 ES, TATE—F26E 52O E
SAb PR ES R PTCL, BRATHAFKE FIDNA R B2 ilbnic BRI 9 2k 0
KPR, BEAE M x4 (85 x5) FIEHEAFE (Matrix)
TR IE,  XAR I MatrixfL 1k

N1 N2 N3 N4

\
O-810 1 9300 \\

— |
Nx: &350
;-I}‘ i

0. 350

2616 U1 3t 40

=



N Applied

v\ Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /& %74 /5 F#
B IR HOLIERIE?
< fEH TR PO GGk
« WOt KRG CCDAE TR 15 B B e f5
o SR A R AR B 200 T8 CHHBGR BN Hig)
« ZHIAE (RIEKRDye Set, T4 2KAI50cm/36cm)
e APCE R FEMR B B, LFROGIERIE
C AFKDye Setdn BRI ?
W5 Dye Set Fe A IEIRF]
ABI PRISM® BigDye® v3.1Terminator | Z_BigDyeV3 | BigDye® v3.1 Terminator Sequencing Standard
ABI PRISM® BigDye® v1.1Terminator | E_BigDyeV3 | BigDye® v1.1 Terminator Sequencing Standard
v B A ) Dye Set TG AR A
ABI PRISM® Linkage Mapping Set | G5 DS33 Matrix Standard
v2.5/custom oligos
ABI PRISM® Linkage Mapping Set | G5-RCT DS33 Matrix Standard
v2.5/custom oligos
e HAl IR R AR F T A#AH N Dye Set Ao MG AL i 7
D

« BRI UiE S, HHI-Di
FH PR 0 TR A L b v

95 CAR M550 Bh 5 7 BRI vKi 2
435

A

* 7E965 384 FLIR T 73 A E i

(96FLHR 10ul/FLIE L InFE,
384FLAR S/ FLEHAT INFE)
gy B

o PSR IR ICAT A, €
MC JE AR AR T 1 o B AR
ERAL S B RR ) FLER 5F
COnAE P AAET B, i S5 A G
BHEHLTMH

P E

#®
5
b=
b
5
b=

96-Well
plate

384-Well
plate

Add 10 pL prepared standard
to each well

;%888888%888858383888’88%

‘3536363636 3BIE IR IEABIE
‘3856568636888689836363536

Add 5 pL prepared standard

into alternating wells (wells A1,
C1,E1, ...)




i o
=) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 277 /81 F 4

- fAj BBy, Hhln<1500g, 5

i i = (D
o AT AL IR RE A
it

Sample is at the
battom of the wall

« 4% B3 BRI

Septum 414 (I FELLPE) Heat-Sealed 411 (AL AEALA
Z ecesozecesazele SRR
S YREN: i
b C 3 4 1
525 FF Al
=250e e T R

A 2% bf 1 PAhrm b
LREAAE AL

R s R
EE:
1. AR ORI IR SR I, R
an B R AL S AR AR AL 5%, AN
L B

LB T

Lk

2. IR CORGIEERN [ E A %,
BRI ET [ e 4 EEREAL N S, e
BIA B




) Applied
< Biosystems Applied Biosystems 3730/3730x| DNA Analyzer /& 44 /8 F #

[ =

E &SR IEInstrument Protocol = A.G4 instruments

Rezults Grougp

§=dDatabase Manager

e Wiew el -
ge oo feb = B lgaara0

B} Xy iA L @© 78 DC AW fid | [ Plate Marager —

> Profoeed tveger F‘
> Protocol Manager Protocol Mahager

Results Group
¥ Dstabase Manager

= Elgasran
[EFPiate Manager

& protocol Manager]

= EERun History
EEPT Viewer
[E]Event Log
R nstrument Protocal
B8 Spatial Calibration i
B Capilary Viewsr
B8 oy viewer

= EHRun Histary
EHEPT Yigwsr ;
Event Log
%Ins‘frumem Protocol
Bl = patial Calibration i

o 5 HaFf_ or ) )
%;Zﬁ:ﬂwm =Cap|llary “ienwer
= E)AB3730 .
= [Edinstrument Status -Arra\; Yigwer

EERT Chart n Spectral Calibration

[E]Evert Log I .
Wl S pial Run Schecul ﬁﬁﬁeex‘cracﬂon

FEB|Run Scheduler

[ = EPap37Io
Wercfrvrer ||| e = [Ednstrument status | |
(i iy Cleprchet [
wew.. | [Rest. | [ veite | [ mport. | [ Export E'\.-'El"lt Log
Ay rstcel B Spatial Fun Schedul

£ Aas New 3241
— /v Y AW
pillaty Wieswver
ay Wiswer
ectral Viewer ¢
hual Control
ice L
e [ mew. | [Feat. | [ veete | [ mport. | [ Expor..
—
Analysis Protocok
’V i 1 3
‘ [ Mew. ] [ Delete ] [ It ] [ Export
< [ =

@ 3 Protocol Editor& 1, MType FH3¢ A% SPECTRAL

Protocol Editor K1
prd I
Maitre: | /
— Type:  [REGULAR =l
Description:
Fut Mocule: FLoULAn

Dye Sat: ISP.ﬂ\TI.ﬂ\L

- =
TypE: |SPECTRAL W |j /
Dye Set: |,£\,n\,r4Dye \E'l [ E‘ ]
N St s o
o v Dye Set: ﬁ%ﬁ\&ﬁ%&ﬂéﬂ
Polymer:  POP JiX ({{ POP7 nJi%)
Array Length: |35 v| . et
o Array Length:  EPFEBMEKE
Chemty. e Sondar - Chemistry: YR IE WA 511578
Run Module:  |Spect36_MtxStd_POPT_1 v

Run Module: FeTEAL IF I AT HR R
CHR ¥ bk, A g )

[ Eclit Pararm. . H Ok l[ Cancel ]

@ #yAName#ir4iZProtocol, HESER, MTOKIR

019 T4k 40 T



Applied
Biggystems

Applied Biosystems 3730/3730xI DNA Analyzer /5 #7112 /5 F#F

F WERERIER (Plate)

@© 7E DC #4#H p i Plate Manager

@ ¥£ Plate Manager #2F
R New 24

%

e §
EepT i

FlevaneLog [
Ry natrimert Pretocol

= A& GA Instruments
[ Results Group

- Database Manager

=B gaz720
~EPlate Manager
By Protocol Manager
- s Module Editor
=88 Run History
=P Dakar

- B8 Instrurment Status

)

ES Run Scheduler
B Capillary Viewsr
BB Array viewer
R Spectral viewsr
&M anual Contral
EdSerice Log

BR Spatial Run Scheduler

B roundition Bt Collertivn Vevsios 1 8

: B8 nbrumeis = GATTH » Pl Manager
Fird Pues Midering Thass Crisna
Typa of Semreh  Darcods &
Sewn o Typs Pats O

o History

Saach_| |_fnasa |

Plapi) | Pelebame  Tyoe | Size  Sosus  Opeestor  Last Modkied

I (Barcode): I
Mame: I
Description:
Application: | LI
Plate Type: 1 2
Scheduling: A 1 3
Plate Sealing: B 24
Crner Mame: I
COperator Name: I
OK | Cancel |

@ £ New Plate Dialog & H Y #I AR K15 K.

ID (Barcode)  ZHHEUHR (195

Name T2 IEARC IR 44 FR

Application 1% F#¢ Spectral Calibration
Plate Type EFE 384 1Y 96 fLIK

Plate Sealing  1& #e & i 1) 77 U Septa 5

Heat Seal

MATRE, RifiA T OK #H




Applied Biosystems 3730/3730x| DNA Analyzer /& 21 /& F#

@ 7ESpectral Calibration Plate Editor O %A Sample Name, #£#Instrument Protocol

@Spectral Calibration Plate Editor

Fil=  Edit
Plate Mame: Itest Operator; Isb_
Plte: IC: [testt owner:  [sb
Plate Sealing: ISepta "I
T

el zample Mame arnment Instrument Protocal 1

£01 & SpectS0_SeqStd

BO1

o1

Lo

=

FO1

01 T

HO1

® H®HFEATE, #EFEdit > Fill Down Special
BHHEANERHELT
— 3730xI /96%L.4%:  Fill Down

—3730/96F8%: Fill down Special(48 Cap)
—3730xl / 384FL#: Fill down Special(96 Cap)
— 3730/ 384%#%: Fill down Special(48 Cap)
s 0K e

AN IERZ TEAR

Fill Crovers Crl+D
Copy Crr+C
Pacte Sl +4
Clear row(z) Shift +Crelete

Fill Crowven Special (48 Cap) Al+D
Fill Cronen Speeciad (96 Cap)  Alv+Shift+D
Add Sannple Fun Al -+




A Applied

AN
"%\ Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 24/ F4

H BT RIE

Help

!@ Foundation Data Collection Version 3.0 -  No User is logged in

File Wiew Instrument Service Tools Wizards

E b EAS

= AGA Instruments
uResultS Group 4
@Database Manager
= Elga37a0
EPlate Manager
%Prcﬁocol Manager
ﬁ& Module Manager
= BB Run History
EEPT wiewer
Ewerit Log
%Instrument Protocol

- Array Wiewer
R spectral Calloration
ﬁﬁ Reextraction

B Spatial Run Schedyl
»

GA |nstruments = ga3730 = AB3730 = Run Scheduler

Add Plates to Input Stack

Type of Search:

| Scanor Type Plate I©

|G

B Spatisl Calioration i —]

® A Find All

= Capillary Wieswer L

= (EPaEsTan I
= @Ins‘trumem Status —
EERT Chart | BB

Event Log L

= Service Log

(O ¥ Run Schedule | |

Search Results

|:| Append Results

Plate Marne | Type Description
Matrix080824_G5_RCT Spectral Calibration AB_GA_RCT
Watrix090824_Z Spectral Calibration AB_BigDyel

@ LEFEHT IS AT (Plate)

® riili Add 5 Add All i i

@ il SearchA...

rAuto Sampler

Flate ID |Piste tame

© rihfL Ll

@ PlEO AT oKk |

KZ) 30 43 A E 58

| H B 1| AR

|F‘Iate Type

Process Plates

@ %ou are about to stark processing plates. ..
Cancel |

222 T4k 40



Applied
Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

TN GIE AL TE RN/ R K
- [ LAfEEvent Log LA % B G R T R it , LR R it

File Wew Service Tools Wizards Help

[ B B & I B

Ao instrumerts : G4 Instruments = ga3730 = 3730CS » Instrument Status = Event Log
- [ Results Group
: ?‘Dmahsse Mariager Evert Messages
= B lgaaran

[EPiste Manager Type Date Time: Publisher | Descrigtion

By protucol Manager T THOT oo STaUCT AP SUTCES STy CanT ey s —=oou

i Module Manager @ infa 09/05/03 16:41:05 3730C5 Capillary 31 successfully calib-ated : jg=0957 ¢=5.72

{8 Run History @& info 09/05:/03 16:41:04 3ar30cs Capillary 30 failed calibration : Failedigquality check: g=0.94484 is less than min threshold (0.95000)

SR kcjchle @ info 09/05i03 16:41:04 3730C5 Capillary 28 successfully calib-ated - lg=0 965 t=555
E ‘”ES“‘E‘;":E'LS':‘“S @ info 0W0503  16:41:04 373005 Capillary 28 successfully callb-ated : [5=0.958 =5.59
E @& info 09/05:/03 16:41:03 3ar30cs Capillary 27 failed calibration : Failedguality check: g=0.93434 is less than minQ threshold (0.95000)
[l spatisl Run Schedul B info 09/05/03 16:41:03 3a730C5 Capillary 26 successfully calib-ated © jg=0970 t=5.62
-EiRun Scheduler @ infa 09/05/03 16:41:02 3730C5 Capillary 25 successfully calib-ated : Jg=0.964 ¢=5.57
B capillary Viewer @& info 09/05:/03 16:41:02 3ar30cs Capillary 24 successfully calib-ated : jg=0967 c=5.57
B crray Viewsr @ info 08/05/03 16:41:02 3730C5 Capillary 23 successfully calib-ated : [g=0 966 c=5.62
W spectral Viswsr . N
Fhganal Control @ info 0905103 16:41:01 3730C5 Capillary 22 successfully calib-ated : jg=0.976 ¢=5.67
-Service Lag @ Info 09/05:/03 16:41:01 3ar30cs Capillary 21 successfully calib-ated : jg=0957 ¢=5.70
g V. |
Error Messages
Type Date Time: Pulisher Descrigtion

« n[LL7ESpectral Viewer 1L 255 % B A0 E G R 1E & Al i

ion Version - No User is logged in

File Wiew Service Tools Wizards Help
EHEBN E A& skl

= A G4 nstruments
Results Group
¥ Database Manager
= Ellgesran
(EPiste Manager
R Protocol Manager
Mol Mansger
= EHRun History
[SERT Yiewer
Elevent Log
@ instrumert Protocol
atial Calibration i
B Capilary Viewer
B ey Viewer
ERspectral Caibration |
TEIReextraction
= (CPasars0
= [Efnstrumert Status
SeeT chart 100 200 300 400 500
Elevent Loa Intensity vs Pixel Number
B Spstial Run Scheduld
FEBIRun Scheduler
B Capilary viewer

4
B ©A Instruments > ga3730 > AB3730 = Spectral Viewer

—

Service Log

VAR

2000 8000
Intensity vs Scan Mumber

Capilary Data: Mon Aug 24 12:07.51 GMT+08:00 2009

A1
/ \ R 5oy 28 Active Calbration for Dye Set: Z-BiaDyev'3
Matrtz Lised for Capilary 1: 1 Mon Aug 24 12,0751 GMT+08:00 2003
/, \ Condtion BABBT2E
Q value: 0984845 List of Caliarations for Dye Set Z-BigDysva

Mo Aug 24 12:07:51 GMT+08:00 2009 v

/ ayerrie Spectral

| \

< y A \

System Status b [stacker: 483730 = [Batch encied N\ Mo Currert Run

A
— Wall A1

- —__ Selected well

Capillary status:

D_Passed idark green)
D_Selected {light gresn)

He [-Borrowsd Failed ftan)*

* Overridden capillaries are also
tan, even if they originally passed

\,

023 T 3 40 WU



Applied

Biosystems

Applied Biosystems 3730/3730xI DNA Analyzer /5 #7112 /5 F#F

J BERIERKT EA7R?

REA

AJ A

EIR

BRI %

T it AL B e

SRR, AR R HI-DIFR
L A

RSB A

B0

Ny AN
7~“No candidate
spectral files found”

SELIILEHIEE =

T LarHEN, MeBHE
A IR AR I8 P 1 DL ok A W
ST PHLE

SELE & NI

RAELEHEBMENR, =
e

LTI T A I A

R A R TARIRE AF 4,
SR S B S PR

IR Z %

R

it 3]

S

s JUHAERS

« {fifiBubble Remove|i] &
HENE

o o AT R T il 4 S
o FHHAMIR

ISEES

SR

4. DNA Sequenci

ngB s E

A BIEH FEInstrument Protocol

!ﬂ Foundation Data Collection Version 3.00 - No User is logged in

File Wiew Help

AB

= AGA Instrumerits
ﬂl Results Group M
= Databaze Wanager

@ 7£ DC &AM+ i

Protocol Manager

= Ega3ran

[ Plate Manager
e Protocol Manager]
Module Manacger

= ZERun History

EHEPT Wiewer

Event Log

%I Instrument Protacal

[ Spatial Calioration i

=Capillary Wiewer
Array Viewwer

R spectral Calibration

ﬁﬁReex{radion

= EPaB3TI0
=] Elnstrument Status

EHEPT Chart
Event Log

[ Spatial Run Schedul

Bl Run Scheduler

=Capillary Wiewwer

-Array “iewwer

uSpedraI “iewer

é"D"Manual Control

Service Log

"
R
=
=

| [

Instrument Protocols

4
GA Instruments = ga3730 = Protocal Manager

Find Protocol

Mame

Run Module

GM_POP7_50

Matrix_POPT_50_Z
SEQ_POP7_a0
SpatialFill_1
SpatialMoFill_1

Matrix_POPT_&0_G5_RCT

Specta0_t
Spectal_t
LongSeqs
SpatialFill
SpatialMo

W A New

2 % Instrument Protocols HE

TR T 0

T—

N
o
p=il




N2 Applied
v Biosystems Applied Biosystems 3730/3730x| DNA Analyzer /& 9] 1¢ ] F 4

Protocol Editor X
| | ® 7E Protocol & O NEIARKIEE,
ST Name Protocol )44 i
Type %Pt REGULAR
Run Module TEREM PP IB A TR AR
Tope: REGULAR v Dye Set TERE R G G} 4
Fun Module: |FastSeq50_POP?_1 V| ﬁ )\;JD )5!2 E , ){—Id\ﬁle"Fﬁ OK ﬁf%ﬂ
DyeSet  |anyaDye vl (& ] ‘

*RUN ModuleZ: g%

Sequencing Run Modules | B4 KJE (cm) | Sequencing Run | TiiIHEATHE] (min)
XLRSeq50_POP7 50 Extra long read 180
LongSeq50_POP7 50 Long read 120
FastSeq50_POP7 50 Fast read 60
StdSeq36_POP7 36 Standard read 60
RapidSeq36_POP7 36 Rapid read 35
TargetSeq36_POP7 36 Short read 20
**Dye SetZE

Dye Set I ek

E_BigDyeV1 ABI PRISM® BigDye® v1.1 Terminator

Z_BigDyeV3 ABI PRISM® BigDye® v3.1 Terminator

B A& FAnalysis Protocol

!@ Foundation Data Collection Version 3.0

Analysis Protocols

File “iew Help
o @ E DC ﬁ'ﬁ:w IZFl Jatan Find Pretocol
Application
=2 AGA Instrum Pr0t0C0| Manager EI]I_]EeI'|[.i|‘|g,>‘1'< lysis
[ resuts Group T i SeqScape
Database Manager In=trumert
= B lgazrao

[E Plate Mahager Find Protc
["- Protocal Manager I
RET
= EERun History E
EHEPT viewer

= Matrix .

Elevert Log " @ 7E Analysis Protocols &

@ Instrument Pratocal hatriz_

Bl =pstisl Calibration vi SEQ_| N A New

=Capillary “iewver Spatia

-Arra\; “iewer . <

- Spatia |

nSpectral Calibration -

T3Reestraction Newy Edt.. | [ Delte | [ mpot. | [ Expot
= Rl nmeTan ]| ——

B
&
=
=
5
=



N Applied

¥\ Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /& %74 /5 F#

1) Analysis Applications E]

Select a registered analysis application:

@ FE3H Analysis Applications & K
W% Sequencing Analysis A7 OK

[ Cancel ] I Ok l

Sequence Analysis Protocol Editor rs_(l
General | Basealing | Mixed Bases | Clear Range B
_Wuc ol Description
| Narme: | |
bescrigtion: @ 7E#H Sequence Analysis Protocol Editor % 1
W E General #EIR T
Name i % Protocol
Sequence File Formats %8 7= A ] 3 471 SC A+
Sequence File Formats
Wirite: Seq File
Wirite Clear Range in Sedq File
File Format for Seq file
@ 48l
OFASTA
[] Wirite Standard Chromatogram Format (.scf)
[ ox ][ concel
*Sequence File Formats (FHISCAFIETID | WERATHEY, S5 ee---
Write .Seq File PL.seq ¥ A MFHI A (CCARAD
Write Clear Range in .Seq File B Clear Rangeik T %t 'E, fir i .seq
- ABI seq)FHISCAF A SCA RS X
* FASTA
Write Standard Chromatogram Format PLscEAH AT/ CHFIBEH
Write Phred  (.phd.1) File PLphd. LAH A M F5C 8 CHF BB

B
S
b=
=
5
b=



Applied
) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F

Sequence Analysis Protocol Editor

General | Bazecaling | Mixgd Bazes | Clear Range

Basecalling Ending Base
[ &t PCR Stop
Bazecaller :
ke bep V] || ater | s in| hases

DreSet F Pritner ; E After I:I M=
|KB_31 PO_POPY_BOTvI.mok v|

Processed Data Quality Threshold
(%) Trug Profile () Do not a=3ign N's to Basecalls

() Assign M's to Basecalls with Q% < |:|

® & Basecalling % 511+ Basecalling %35

Basecaller prisk = NN K= S7 RN Y GE RS RE il
BEERF 1, #EYF KB.bep

DyeSet/Primer  GEFAHM (R4 252 5/ POP i/ 4Lkt
f).mob %fiBh.bcp WAL E I

() Flat Profils

BEE SENE KATT i OK

I OK H Cancel

C Bl FFResults Group
« DCH# MM H ik $EResults Group, fidiNewiZ4l#r i Results Group, & MEE (K

AL A A RS () — FR AR
File  View Help
AB

= A& Ga instruments

4
B G& Instrumernts = Results Group

Find Rezults Group

B Blgs3ran
[EE]Piste Manager
Eﬁ Protocol Manager
{laModule Marager Gt Ghd Genebapper

Mame | Owner | Comment

= EHRun Histary Seqguencing
EEPT wiewer
Everrt Log
%I Instrument Protocol

kit e

=

H Delete H Duplicats H Irnport.. H Export .




pplied
A3 Blosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 971 /2 F 4

« ¥ 'E GeneraliZ i 7l

[ Results Group Editor X|

© General| Analysis| Destination| Naming

Results Group Name
w44 Z5 R4

Untitled_Results_Group ReSU|tS GI’OUp OWI'ler
| e

Results Group Comment (1] %)
W5

« & & AnalysisiE 17 71
[ Results Group Editor |;‘

Analysis Type
TSR PR
SequencingAnalysis
Analysis Action
7t Do Autoanalysis 3% 35 i 144

equencmg}\na\vsws

« % H DestinationiZ I i
m Results Group Editor. |X|

General | Analysis ml

{4 FHER LI
[0
16 Use Custom Location
14 Browse. .
e H E SOk
FHF A7 st Rsc ik

328 U 4t 40 T




£ e
=) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 244 /8 F- 4

« % B Naming ik 3 11
[ Results Group Editor

| General Analysis | Destination

WE S R 2 AN
47 Format P fudh
Sample Name

Well Position

REBREITEREGR
FETB ST S iy 4 A )
#E4E Format A

Run Name

ZN R
I8 Results Group Editor

| General| Analysis| Destination| Maming |

[ Sample Name [ well Position [ ]

RunName v

* BEESEHYE M OKIZ AL

D AIENFLRER (Plate)
@ #E DC ¥f4-#4h s Plate Manager 5 A GA Instruments

@ Results Group
- gz Database Manager
=-Elgaz720

- ElPlate Manager

- Qs Madule Editor

%29 T JL 40 W



N Applied
P D Biggystems

Applied Biosystems 3730/3730x| DNA Analyzer /& 21 /& F#

@ 7E Plate Manager =/ T £
i New #4l

!@ New Plate Dialog E]

I (Barcode): | |

Mame: | |

Description:

Application: |N0ne .
Plate Type:  |96-\ell i

Pite Sealing:

Creener Mame: | |

Operator Marne: | |

@ £ New Plate Dialog & H Y #I AR 15 K&

ID (Barcode)  ZMHEUHR (19w

Name T IEMR IR 44 FR

Application EFeSequencingAnalysis

Plate Type EFE 384 1Y 96 fLIK

Plate Sealing  1& #e & i 1) 77 0 Septa 5
Heat Seal

WMATRE, Rifif T A OK #H

@ 7ESequencingAnalysis Plate Editor& O %A Sample Name, #%#Results Group,

Instrument Protocol, Analysis Protocol

[ SequencingAnalysis Plate Editor @

File  Edit
Plate Mame: | | Operator: | |
Plate Sealing: l:l et | |
el Sarmple Marme | CBmmert Priarity Results Group 1 Instrument Protocol 1 Analysis Protocol 1

Al

B

Cm

(el

E01

FO1

(i) P47/, HFEEdit > Fill Down Special

BHEXAERHEIT I sequencinganalysis Plate Editor

— 3730xI /96fL#%: Fill Down Fila B2

—3730/96fL#k: Fill down Special(48 Cap) Fill Dowen Ct+D
—3730xI/ 384FL#K:  Fill down Special(96 Cap) ooy g::jﬁ

— 3730/ 384fL#%: Fill down Special(48 Cap) Clear row(s) Shift +Delete

(ATiE) RIFEFEBHSample Name,
Results Group, Instrument Protocol,
Analysis Protocol

® seRUE MOk g

"
(S
b=

Pz

Fill Cowen Sp )
Fill Down Special (96 Capl  Alt+Shif+D
Add Sarmple Run Al




§i52. Applied
“v. Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /& #71% ] F#F

5. Fragment Analysis# ik &
A A& F B4 Prinstrument Protocol

File Wiew Help

£B
2 A GA Instrumert 4
)‘ nEtruments B GA Instruments = ga3730 = Protocol Manager
DResults Group
=) Database Manager ~Instrument Protocol
-
ERS ]

[ Plate h '
@ E DC ﬁtﬁ:ﬂj‘ﬂlﬂ ):I—:_('EE‘ | Find Protocol
Module Manager

Protocol Manager

Run Module
= CERun History

EEPT viewer |:3rl.l1F'IZIZIF'T_5 1]
Event Log Matrix_POP7_50_G5_RCT  Spect50_t
& Instrument Pratacal Matrix_POP7_50_Z Spects0_t
R spatial Calibration i SEQ_POPT_50 LongSeq#
=Capillaryi Wiewver SpatialFill_1 SpatialFill,
oot comrtn | | | SEouENGFL
@Reextradion
= EPaB3Ta0
= @Instrument Status
EHEPT Chart
Ever‘d Log
Bl Spetial Run Schedul @ 7E Instrument Protocols HE
B Run Scheduler
=Capillary Wieweer V;J ):I—:_(EE‘ NeW
-Array Wigneer
nSpectraI Wiewer <
émj'Manual Contral
Dservice Log ((mew.. | [Jest. | [ pemte ] [
Protocol Editor, f'>__<|
Marne:
| | 3 7F Protocol & O WEIANRKIEE,
Diezcription:
ssoripton Name Protocol 1] 45
Type %Pt REGULAR
Run Module B HE v BT s AT B hie
Type: N N ) YL !
ype:  [REGULAR v Dye Set e PR A ) e k) 4 +*
Run Module:  FastSegs0 POPT 1 —
FactSeag0_PoPT Y MASRUE, A R OK Al
DyeSet  |anyaDye vl (& ] ‘

*RUN ModuleZ: g%

Sequencing Run Modules EBHEKE (cm)
GeneMapper36_POP7 36
GeneMapper50_POP7 50
HTSNP36_POP7 V3 (SNPlex) 36
HTSNP50_POP7 (SNPlex) 50

R F3730x| (9GIEBANE ) » FIFEHGORRIA, HERMEHGCS-RCTIBIAETR, ATLAH
BRBAER TR (EHETFEMINGS-RCTEBEILIERKIE, MIEG5)

031 T4k 40 T



> Applied
b Bigs?ystems

Applied Biosystems 3730/3730x| DNA Analyzer /& 21 /& F#

B

B Fr Bt/ #rInstrument Protocol

« DCH# MM H ik $EResults Group, fidiNewiZ4l#r i Results Group, & MEE (K

A A R RS — R A

File  View Help

A%

= B |ga37an
[EE]Piste Manager
%Pro‘fncol Manager
Iifﬁr\-h:ndule Manager
= CERun History
EEPT wiewer
Everrt Log

%Instrument Protocal

kit e

GA& Instruments = Results Group

Find Rezults Group |

Mame | Cwvner | Camrment
G Gl
SEQ

GenelMapper

Sequencing

H Duplicats H Irnport.. H Export .

¥ E Generalik 1 7T

E‘".I:‘FI.. He Geromp Edifor

ahviie | Dentsaion | rafeg

Retuln droup Mame.
Retuls Group Cwmesr
Rirduln (rup Commist

* ¥ B AnalysisiE i i

m Results Group Editor,

Urditad_Resuls_Oroup

Results Group Name
w44 G R4

Results Group Owner
HEMEHA

Results Group Comment (7] i)
HE#VE

| General| Analysis | Desfination | Naming | Autamated Processing |

Analysis Type
NS R R

Analysis Tvp
’;GEI’]EMEFIFIEI’—GEHEHE

Login 'ID“

Analysis Action

Paséwnrd‘

’—Anayss Actions

asults Group Entry Completed

T8y

GeneMapper-Generic

\ ANEALE Do Autoanalysis 117 i

3032 T4k 40 T



£ e
=) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 244 /8 F- 4

* % & DestinationiZ i 7T

I8 Results Group Editor \Y|

General | Analysis ning | Automated Frocessing

in: | EdAppliedBiosystemsiudeidatacollectiomData

« % B Namingik 1 i
m Results Group Editor |§‘

| General| Analysis Destination _d Processmg

I Results Group Editor,

A5 FH BRI 1

af

1% Use Custom Location
Hi Browse...

HFE A Ak
A7 R RS F

WE S R 2 AN
47 Format P fudh
Sample Name

Well Position

REBREITEREGR
FETB ST e iy 4 B
#E4E Format A

Run Name

X

| General| Analysis| Destination| Naming | sutomated Processing |

" Sample MName | wiell Position v

RunName ]

* BEESEHUE M OKIZ AL

3033 T4k 40 T




» Applied
) Big?ystems

Applied Biosystems 3730/3730x| DNA Analyzer /& 21 /& F#

C fIgAB kit (Plate)
@© 7E DC #4#H p i Plate Manager

@ 7E Plate Manager =/ T £
i New #4l

!@ New Plate Dialog

I (Barcode):

Application:

Mame:

Description:

Plate Type:
Scheduling:
Plate Sealing:
Creener Mame:

Operator Marne:

= b GA Instruments
& Results Group
#=) Database Manager

=-8lgaz720
ZPlate Manager J
i

-.—&%Ftrm:*cm-lﬂ-anaga
- {aModule Editor

| |
| |
X |N0ne 4
[ize ]
| |
| |

@ £ New Plate Dialog & H Y #I AR 15 K.

ID (Barcode)
Name
Application
Plate Type
Plate Sealing

AT, RifiA T A OK #H

ST TGHETRS

T IEARC IR 44 FR
EHGeneMapper-Generic
TEFE 384 1Y 96 LK
B 77 AL Septa BX

Heat Seal

@ FEGeneMapper Plate Editor® O %1 ASample Name, f#HB31&HBERAILIERE

Results GroupAlinstrument Protocol

File  Edit

Plate Mame: | | operator: | |
Plate Sealing. [0 | Owrner: | |

Vel Sample Name | Corminent Priority Sample Type Size Standard Panel Analysis Method

A01 3

B01

cm

Dot

£t I Ge (]

Ful File  Edit

GOt :

Ho1 Plale Name: || | operator: [ |

AD2

) Plate Sealing: == | Owner. | |

pet whiell !.ldy ‘ User-Defined 1 | User-Defined 2 | User-Defined 3 ‘ Results Graup 1 ‘ Instrument Protacal 1
Ao i | i | i
o | | \ | |
[ oo [ [ \ [ [
| oot | | \ | |
[Eoi [ [ \ [ [
[ Fon [ [ I [ [
I | I ] I I

o | | \ \ \ \ \ |

Leos | | \ \ \ \ \ 2 |

<l | E] .
Description | | [ Cancel ]
% 34 UT 3L 40 W



Applied Biosystems 3730/3730x| DNA Analyzer /& 21 /& F#

(R[3%) ¥E3#AT)E, #FEEdit > Fill Down Special

BHIHEARRHET

— 3730xI /96%L.#%:  Fill Down File m

—3730/96FL4%: Fill down Special(48 Cap) zgp'-;““' g:m

— 3730xI / 384FL#:  Fill down Special(96 Cap Paste Cuisy

—3730/384%L#K: Fill down Special(48 Cap) “iahf‘u't - il:nlm
(%) MIFEFEE K Sample Name, Fill Down Special (36 Cap) Ak+Shift+D

Results Group, Instrument Protocol, Add Sample Run al+a

® seRUE A Ok g

BATA RS

FEam e

* FHi-Di ' BEZ A Al A

« 95°CARMESJy i i T I UK 200

o AR IR ORE S A, BT R R SR b AT 4
FESRAR L LSRR T R FLBEG 55 Cln A it i,
WS 2 A CE N

o fAj PR B0, Hhin<1500g, S5FF

o BT SRR S A G

Prapared standard

@
@

 $ N B e EREALLT
bottom of the well
Septum 44 (JeH R Heat-Sealed 214 (#ulHE_EREALLE)
7 esezesezecazete EREREIEES
Coness AN YREN: i
b L 3 4 19
35 Ff bR
gl 1 :a
S=Cas: P SR 9

A 2% b 1 PAhrm L
LREAE FELLA

R s ]

235 T 4k 40 T



i o
=) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 277 /81 F 4

EE:
1. AR ORI IR SRR I, 3R
an B R AL S AR B AL 5%, AN
P Bl

LB T

Lk

2. LI CORGIEERN A [ E A %,
BRI ET [ 4 EEREALE S, Sl
BOA B

B FEMAREA

—
P —

.

i




N Applied

¥\ Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /& %74 /5 F#

C X#BEAT

!@ Foundation Data Collection Version 3.0 -  No User is logged in

File Wiew Instrument Service Tools ‘Wizards Help
E B EAR
= A%';iﬁgegzup } GAInstruments » ga3730 = AB3730 > Run Scheduler
el
i Add Plates to Input Stack ['5_(|
= i__|ga3?30 Find Stacker [#*)
EPlate Manager
%Prcﬁocol Magnager e VT Gl B
IJ&MUdule Manager ﬁ Sean or Type Plate ID
= BB Run History
EEPT wiewer | ‘ .
= H
EEvent Log ® il Find All
%Inﬂrumem Protocol
Bl spatial Caiioration i -
=Capillary \iewer Search Results Append Resufts
-Array iewer Plate Mame
_— - N RN
uSpectraI C.ahbratlon Matrix090824_G5_RCT @ Jﬂij% HU ﬁéﬁ iﬁlﬁ} E‘]*ﬁ ( Plate )
ﬁﬁ Reextraction Matrix090824_7
B DaE3730 STD_G GeneMapper AB
= @Ins‘trumem Status 5 Sequencing?
EHEPT Chart
Event Log
S N N
® st Add 5L Add All Z8INEE iR
@ % Run Schedule
T service Log g

| |
|

Auto Sampler

@ Al SearchA...

Flate ID Flate Mame Plate Type

® sttt bl > B B B 1| AR

@ #E O AT ok |

Process Plates

@ Yo are abouk ko skark processing plakes. ..
Cancel |

TR AT I 1]

DNA Sequencing FBHEKE | Run Module T2 AT I [A]
e I S (cm) (min)
Short read DNA Sequencing 36 TargetSeq36_POP7 20
Rapid read DNA sequencing 36 RapidSeq36_POP7 35
Standard read DNA sequencing 36 StdSeq36_POP7 60
Fast DNA sequencing 50 FastSeq50_POP7 60
Long read DNA sequencing 50 LongSeg50_POP7 120
Extra Long DNA sequencing 50 XLRSeq50_POP7 180
% 37 7T JL 40 W



N2 Applied
> Biosystems Applied Biosystems 3730/3730x| DNA Analyzer /& % #¢ /5 F#

Fragment Analysis FBHEKE | Run Module T2 AT I (7]
J B i i e (cm) (min)
Fragment Analysis 36 GeneMapper36_POP7 | 32

Fragment Analysis 50 GeneMapper50_POP7 | 43

SNPlex™ Genotyping 36 HTSNP36_POP7_V3 15

SNPlex™ Genotyping 50 HTSNP50_POP7 25

BAT SRR

!@ Foundation Data Collection Yersion 3.0

File Wiew Service Tools ‘Wizards Help

NS T 3 R |

Eiii3a Rl Ditig

Start the run ﬂ Fas—1Run

Stop the current run - | Ly FAF 1R ATRuUn
BATE M ITRUNZ J5

Stop after the current run = U

i | A5

2 1E 24 ETRuUN

Skip to next run il LS

R N —/Run

TS M ETRUN JG 8 s

Pause after current run JJl & ffResumeiR & A 1817 K
—/MRun

Resume after pause M FiAResumeti 4, 4kaLuiET
% F—“ Run

B
&
b=
=
5
b=




Applied

Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /£ #4712 /7 F#F
. HEg
1. KR
HIpTIE EIES
i\ Buffer/Water/Wastetli 15 2 1% 1) 2% v i Rl K REIR S5 HI
KRR S AR I i 41 25 BRIR S50 A
FE [E]E PSRRI FLA N T, A5 2 41 5% B gl
RN Y A AR 5 C1LY AN R T BRIR S50 A
B JOmAEAE R SR
A6 25 FH B 2% PR 22 R I B, A R R L Ho i A | BRI SRR
AT
5 #:Buffer/Water/Wastefti v () Sz i Rk, SRS RISNEDE T | <48/
i}
AR, N, EEA, WREMLMES RN, | BEORERER ST
Bubble Remove|f] 5 22 L
A B O BCRE R S, B R IR AR A VR S50 T
R O R IS, AT R 1R e 58 B S 5 B R BRI S ST
R A AN R ek, A LR AL B) (EYN
TR R
KA BN hesl, &R WRE AN iR (ESN
2. B
WP TIE GBS
{# fiChange Polymer|i] 5 8 #:POP7 % o A BN T L
K EBIRE (Septa) Fep B Bl 75 B
Ao A W B A7 T ) B A0 58 R A7 A 2 (E¥Y ]
PRUE K  d Fpw REAIN
3. A
HIPT1E G
1ZfTWater Wash[i] T, ANEA LA, HoEEBHE im0 ff H 875 2
4 HEN
HIPESH IR
TEVE IR T HES
ik etk T TS
{20 8 KR I AT A, LBRBAE RmOS TR | f5Zn

&
w
©
=
P
N
o
=




i o
=) Biosystems Applied Biosystems 3730/3730xI DNA Analyzer /5 277 /81 F 4

* Il B A7 B R 4

1. {fifHInstall Array Wizard#s N E41%
BE! WA BHEVISMEH, AEikDiscard
Array

2. #E4%-80ml 1XBuffer, BN B4 2% i
EEEUN NG i Ea s Dl

3. i R S AR T 4 A AR 7

A AFFHLEFK, IER BRSO
5. JERMBEE/NME, B LEME IR
6. Kr B E AN MY CandED

7. BERMESRIETE DL, PRAIE BRI
e

e K B B R

1. 7E20mIZE4 & R4 HLE 1-20mIJs 2y
TK OKIRA0CCLAR ) , Bk i e 34 18
25 A

2. K15 FN2'5 0 L R R 22 TR 1128

3. HPEMAELS R F R H R K, 4R
Ja e Mg i Ry s, skl ik Water Seal 5
M5 D, KA Z)5~10ml

4, $7%2°5 00 LIWERE, TR RS0 B
5. BUR20mIFEG 4%, kb 3R oe ik

40 T 4L 40

=



